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0 3: (B) Deduced map of functional substructures of SRA. At the top is a schematic representation of
SRA and the identified secondary substructures, their assigned motif numbers (underneath), and location
of the ADOs (and thickened lines in the illustrations of the substructures). At the bottom is a schematic
illustration of the SRA ¢cDNA showing selected restriction sites, the exon structure (different shadings), and
position of inferred substructures. « and ( indicate different SRA isoform-specific sequences outside the
SRA core region.
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